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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 5-phenyl-2-(4-pyrid-yl)pyrimidine, and 4-(pyridin-2-yl)pyrimidine-2-sulfonate, could form strong hydrogen-bond interaction and play an essential role in synthesis of supra-molecular structure (Hou et al., 2011; Horikoshi et al., 2004; Georgiev et al., 2004; Santoni et al., 2008; Huang et al., 2000) . The co-crystal sates of acid···pyridine and acid···pyrimidine systems have been reported (Bhogala et al., 2003; Du et al., 2005; Hou et al., 2008) . Here we report the co-crystal states of L1 and L2.
The title molecular structure is shown in Fig. 1 . The asymmetric unit contains 5-(4-pyridyl)pyrimidine molecule (L1) and a benzene-1,3,5-tricarboxylic acid molecule (L2). In the crystal, L1 and L2 arrange in an alternate disposition along the crystallographic c-axis. A H-bonding driven double chain was generated from O-H···N and O-H···O hydrogen bonds between these molecules (Fig. 2) . The asymmetric hydrogen bonds influence the intramolecular coplanar of L2 and different dihedral angles of 7.92 (9), 8.68 (10) 
Refinement
The carboxyl-H atoms were located in a difference Fourier map and refined isotropically. Aromatic H atoms were placed in idealized positions and treated as riding with C-H = 0.93 Å and U iso (H) = 1.2U eq (C).
Figures Fig. 1 . The structure of the title compound with 30% probability displacement ellipsoids. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
